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TOYOPEARL® Sulfate-650F is a salt-tolerant cation exchange chromatography resin based on 45 pm
polymethacrylate particles. Figure 1 shows a chromatogram of a lab-scale batch-experiment run for mAb-
aggregate removal from acid-aggregated Protein A eluate.

In our continuous approach we used a two column Sequential Multi
Column Chromatography (SMCC) model, where both columns are
connected In series. The breakthrough of the first column is collected
by the second column. When column one is fully loaded, it is then
eluted, regenerated and re-equilibrated and connected after column

Breakthrough curves for aggregates and the corresponding BioSC
Predict model at different flow rates are shown in figure 2.
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Cycles 10 8 16 | | 3 |
CV (Load) 40 40 20 | ;
CV (Equi) 3 3 3 :
CV (Wash) 8 8 8 0 50 100 150 200 250
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Buffer consumption 100% 100% 200 % | ! |
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